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Custom Microbial Identification (Unknown / Bacteria / Yeast / Fungi)

o glol JHE EXOoR oK EAZRE 7 HH 2 EH FIIME 2ME Sl
Mz (Bacteria) 3! ZI# (Yeast/ Fungi)2| #3 S’ H|0|E{E |2l E&|= AMH|A

Sampling / Agar plate .
Enrichment culture screening Bacteria gDNA

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

!

1

gDNA extraction by |

Chelex 100 resin !

or !

LaboPass™ Bacteria I

Genomic DNA I

. . !

Electrophoresis Isolation Kit i
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
!
1
7

BDTPCR & Microbial

Identification

Sanger sequencing Report

e

[+
©0 COSMO cenerec
(+) °°

OIS o1l SX - HZAHIA 422 20|
TAZDZXIE NISERTHIAIE
T 042-364-7301 F 042-867-7301

E mgb@cosmogenetech.com
H www.cosmogenetech.com



E 24 MH|2)

H7IM

|'4= KIAICH

ice (O

I NGS servi

1a

icrob

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

= MH|A

oal—_

oa——m_l

oal—_
oa—y_l

[ — )

oal——.1
a—y_l
35bp

identified

tod ISl =2

)

=]
Reference Genome Sequence
330-430 bp unknown sequencing

HH RH HEE
an—
al—-_TE
L
L
L

o=

p—
(=]
>
o
=
]

(a]

!

-

RI

<

4

(o]

-’
o)

=

=
c
()
=2
o
)]

(7]
()
€
o
c
]

o

“
o

<

S

35bp
identified

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

16S rRNA V3-V4 Metagenome Sequenicing
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